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FIGURE 1 (1) 



atgggcgkiactggcccgggcgctgctgctgcctct 

mgalaralllpllaqwllra 
ccccggagctggcccccgcgcccttc^ 

apelapap ftlplrvaaatn 

cgcgtagttgcgcccaccccgggacccgggacccctgccgagcgccacgccgacggcttg 
rvvaptpgpgtpaerhadgl 

gcgctcgccctggagcctgcccn^cgtccccc^ 

al'ale palas p agaanflam 

gtagacaacctgcagggggactctggccgcggctactacctggagatc 
vdnlqgdsgrgyylemligt 

c c c c cg cagaagctacagattctc g ttgacactggaagcagtaactitg c cgtgg cagga 
p pqklqiiivdtgssnfavag 

accccgcactcctacatagacacgta cl ' lt gacacagagaggtctagcacataccgctcc 
tphsyidtyfdtersstyrs 

aagggctttgacgtcac^gtgaagtacacacaagg^ • 
kgfdvtvkytqgswtg f vge 

GACCTCGTGACCATCCCCAAAGGCTTCAATACTTC^ 

DLVTI PKGFNTS FLVNIATI 

TTTGAATCAGAGAATTTCTTTTTG C CIXSGGATTAAATGGAATGGAATACTTGGC CTAGCT 
FESENFFLPGIKWNGILGLA 

TATG C CACACTTG C CAAG C CATCAAGTT CT CTGGAGAC C'1'l'L'l'l'CGACTC CCTGGTGACA 
YATL.AKP S S S LETF FDS LVT 

GAAGCAAACATCCCCAACGTTITCTCCATGCAGATGTC 

QANI PNVFSMQMCGAGLPVA 
GGATCTGGGACCAACGGAGGTAGTCTTGTCTra 

GSGTNGGSLVLGGIEPSLYK 

GGAGACATCTGGTATACCCCTATTAAGGAAGAGTGGTACTACCAGATAGAAATTCTGAAA 
GDIWYTP I KEEWYYQIEILK 

TTGGAAATTGGAGGCCAAAGCCTTAATCTGGACTGCAGAGAGTA 

LEIGGQSLNLDCREYNADKA 

ATCGTGGACAGTGGCACCACGCTGCTGCGCCTGCCCCAGAAGGTGTTTGATGCGGTGGTG 
I VD S G TT L L R L. P Q KVFDAVV 

GAAGCTGTGGCCCGCGCATCTCTGATTCCAGAATTC 

EAVARASLIPEFSDGFWTGS 
CAGCTGGCGTGCTGGACGAATTCGGAAACACCTTGGTCT^ 

QLA CWTNSETPWSYFPKISI 

TAC CTGAGAGATGAGAACTC CAG CAGGTCATTC CGTATCACAATC CTGC CTCAG C1TTAC 
Y L R D E N S S R S F R v X j , *T I L P Q L Y 

ATTC^GCCC^TGATGGGGGCCGGCCTGAATTATGAATGTTACCGATTCGGCA 
IQPMMGAGLNYECYRFGISP 
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TCCAGAAATGCGCTGGTGATCGGTGC 

STNALVI GATVMEGFYVI FD 



AGAGC C CAGAAGAGGGTGGGCTTCG CAGCGAGC C CCTGTGCAGAAATTGCAGGTG CTG CA 
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FIGURE 1 (2) 



RAQKRVG FAAS PCAE I A G A A 
GTGTCTGAAATTTCCGGGCCTTTCTCAACAGA^ 

VSEISGPFSTEDVASNCVPA 

< 

CAGTCTTTGAGCGAGCCCATTTTGTGGATTGTC^ 

QS LSEPIIiWIVSYA L M S V C G 

GCCATCCTCCTTGTCTTAATCGTCCTGCTGCTGCTGCCGTTCCGGTGTCAGCGTCGCCCC 
AI LLVLIV LLLLPFRCQRRP 

CGTGACCCTGAGGTCGTCAATGATGAGTCCTCTCTGGTCAGACATCGCTGGAAATGAATA 
RD PEVVNDES SLVRHRWK 

GCCAGGCCTGACCTCAAGCAACC^TGAACrrCAGCTATTAAGA 

AGCAGCCGGGATCGATGGTGGCG L M l * l * lXJT CCTGTGCCCACCCGTCTTCAAT CTL M lVlTC , r 
GCTCCCAGATGCCriTCrAGATTCACICT 

CTC C CTACTTC CAAGAAAAATAAT^AAAAAAAAAACTTCAI^CTAAAC CAAAAAAAAAAA 
AAAA 



* - ■> 
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FIGURE 2 (l) 



ATGGCCCAAGCCCTGCCCTGGCTCCTGCTGTGGATGGGCGCGGGAGTGCTGCCTGCCCAC 
MAQALPWLLLWMGAGVLPAH 

GGCACCCAGCACGGCATCCGGCTGCC 

GTQHGIRLPLRSGLGGAPLG 

CTGCGGCTGCCCCGGGAGACCGACGAAGAGCCCGAGGAGCCCGGCCGGAGGGGCAGCTTT 
LR LPRETDEEPEEPGRRGS F 

GTGGAGATGGTGGACAACCTGAGGGGCAAGTCGGGGCAGGGCTACTACGTGGAGATGACC 
VEMVDNLRGKSGQGYYVEMT 

GTGGGCAGCCCCCCGCAGACGCTCAACATCCTGGTGG 

VGS PPQTLNILVDTGSSNFA 

GTGGGTGCTGCCCCCCACCCCTTCCTGCATCGCTACTACCAGAGGCAGCTGTCCAGCAC^ 
VGAAPHPFLHRYYQRQLSST 

TACCGGGACCTCCGGAAGGGTGTGTATGTGCCCTACACCCAGGGCAAGTGGGAAGGGGAG 
YRDLRKGVYVPYTQGKWEGE 

CTGGGCACCGACCTGGTAAGCATCCCCCATGGCCCCAACGTCACTGTGCGTGCCAACATT 
LGTDLVS I PHGPNVTVRANI 

GCTGCCATCACTGAATCAGACAAGTTCTTCATCAACGGCTCCAACTGGGAAGGCATCCTG 
AAITESDKFFINGSNWEGIL 

GGGCTGGCCTATGCTGAGATTGCCAGGCTTTGTGGTGCTGGCTTCCCCCTCAACCAGTCT 
GLAYAE IARLCGAGFPLNQS 

GAAGTGCTGGCCTCTGTCGGAGGGAGGATGATCATTGGAGGTATCGACCACTCGCTGTAC 
EVLASVGGSMIIGGIDHSLY 

ACAGGCAGTCTCTGGTATACACCCATCCGGCGGGAGTGGTATTATGAGGTGATCATTGTG 
TGSL-WYTPIRREWYYEVIIV 

CGGGTGGAGATCAATGGACAGGATCTGAAAATGGACTGCAAGGAGTACAACTATGACAAG 
RVE INGQDLKMDCKEYNYDK 

AGCATTGTGGACAGTGGCACCACCAACCTTCGTTTGCCCAAGAAAGTGTTTGAAGCTGCA 
S IVDSGTTNLRLPKKVFEAA 

GTCAAATCCATCAAGGCAGCCTCCTCCACGGAGAAGTTCCCTGATGGTTTCTGGCTAGGA 
VKS IKAASSTEKFPDGFWLG 

GAGCAGCTGGTGTGCTGGCAAGCAGGCACCACCCCTTGGAACATTTTCCCAGTCATCTCA 
EQLVCWQAGTTPWNI FPVI S 

CTCTACCTAATGGGTGAGGTTACCAACGAGTC 

LYLMGEVTNQSFRITILPQQ 
TACCTGCGGCCAGTGGAAGATGTGGCCACGTCCCAAGACGACTGTTACAAGTTTGCCATC 



4/20 



FIGURE 2 (2) 



YLRPVEDVATSQDDCYKFAI 
TCACAGTCATCCACGGGCACT^ 

SQSSTGTVMGAVIMEGFYVV 
TTTGATCGGGCCCGAAAACGAATTGGCTTTC 

FD RARKR I G FAVS ACHVHD E 
TTGAGGACGGCAGCGGTGGAAGGCCCTTTTGT 

FRTAAVEGPFVTLDMEDCGY 

AACATTCCACAGACAGATGAGTCAACCCTCATGACCATAGCCTATGTCATGGC 
NI PQTDESTLMTIAYVMAA I 

TGCGCCCTCTTCATGCTGCCACTCTGCCTCATGGTGTGTCAGTGGCGCTGCCTCCGCTGC 
CALFMLPLCLMVCQWRCLRC 

CTGCGCCAGCAGCATGATGACTTTGCTGATGACATCTCCCTGCTGAAGTGAGGAGGCCCA 
LRQQHDDFADDISLLK 

TGGGCAGAAGATAGAGATTCCCCTGGACCACACCTCCGTC 

GGAGACACAGATGGCACCTGTGGCCAGAGCACCTCAGGACCCTCCCCACCCACCAAATGC 
CTCTGCCTTGATGGAGAAGGAAAAGGCTGGCAAGGTGGGTTCCAGGGACTGTACCTGTAG 
GAAACAGAAAAGAGAAGAAAGAAGCACTCTGCTGGCGGGAATACTCTTGGTCACCTCAAA 
TTTAAGTCGGGAAATTCTGCTGCTTGAAACTTCAGCCCTGAACCTTTGTCCACCATTCCT 
TTAAATTCTCCAACCCAAAGTATTCTTCTTTTCTTAGTTTCAGAAGTACTGGCATCACAC 
GCAGGTTACCTTGGCGTGTGTCCCTGTGGTACCCTGGCAGAGAAGAGACCAAGCTTGTTT 
CCCTGCTGGCCAAAGTCAGTAGGAGAGGATGCAGAGTTTGCTATTTGCTTTAGAGACAGG 
GACTGTATAAACAAGCCTAACATTGGTGCAAAGATTGCCTCTTGAAAAAAAAA7U\AA 
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FIGURE 3 (1) 



ATGGCCCAAGCCCTGCCCTGGCTCCTGCTGTGGATGGGCGCGGGAGTGCTGCCTGCCCAC 
MAQALPWLLLWMGAGVL PAH 

GGCACCC^GCACGGC^TCCGGCTGCCC 

GT QHGIRLPLRSGL GGAPLG 

CTGCGGCTGCCCCGGGAGACCGACGAAGAGCCCGAGGAGCCCGGCCGGAGGGGCAGCTTT 
LRLPRETDEEPEEPGRRGSF 

GTGGAGATGGTGGACAACCTGAGGGGCAAGTCGGGGCAGGGCTACTACGTGGAGATGACC 
VEMVDNLRGKSGQGYYVEMT 

GTGGGCAGCCCCCCGCAGACGCTCAACATCCTGGTGGATACAGGCAGCAGTAACTTTG 
VGS PPQTLNILVDTGS SNFA 

GTGGGTGCTGCCCCCCACCCCTTCCTGC^ 

VGAAPHPFLHRYYQRQLSST 

TACCGGGACCTCCGGAAGGGTGTGTATGTGCCCTACACCCAGGGCAAGTGGGAAGGGGAG 
YRDLRKGVYVPYTQGKWEGE 

CTGGGCACCGACCTGGTAAGCATCCCCGATG^ 

LGTDLVS I PHGPNVTVRANI 

GCTGCCATCACTGAATCAGACAAGTTCTTCATCAACGGCTCCAACTGGGAAGGCATCCTG 
AAITESDKFFINGSNWEGIL 

GGGCTGGCCTATGCTGAGATTGCCAGGCCTGACGACTCCCTGGAGCCTTTCTTTGACTCT 
GLAYA E IARPDDSLEPFFDS 

CTGGTAAAGCAGACCCACGTTCCCAACCTCTTCTCCCTGCAGCTTTGTGGTGCTGGCTTC 
LVKQ THVPNLFSLQLCGAGF 

CCCCTCAACCAGTCTGAAGTGCTGGCCTCTGTCGGAGGGAGCATGATCATTGGAGGTATC 
PLNQSEVLASVGGSMI IGGI 

GACGACTCGCTGTACACAGGCAGTCTCTGGTATACACCCATCCGGCGGGAGTGGTATTAT 
DHSLYTGSLWYTPIRREWYY 

GAGGTCATCATTGTGCGGGTGGAGATCAATGGACAGGATCTGAAAATGGACTGCAAGGAG 
EVI IVRVEINGQDLKMDCKE 

TACAACTATGACAAGAGCATTGTGGACAGTGGC^ 

YNYDKS IVDSGTTNLRLPKK 

GTGTTTGAAGCTGCAGTCAAATCCATCAAGGCAGCCTCCTCCACGGAGAAGTTCCCTGAT 
VFEAAVKS IKAASSTEKFPD 



S 5 
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FIGURE 3 (2) 



GGTTTCTGGCTAGGAGAGCAGCTGK3TC 

GFWLGEQLVCWQAGTTPWNI 
TTCCCAGTCATCTCACTCTACCTAAT^ 

FPVISLYLMGEVTNQSFRIT 

ATCCTTCCGCAGCAATACCTGCGGCCAGTGGAAGATGTGGCCACGTCCCAAGACGACTGT 
ILPQQYLRPVEDVATSQDDC 

TACAAGTTTG C CATCTCACAGTCATC CACGGGCACTGTTATGGGAGCTGTTATCATGGAG 
YK F A I S Q S S TGTVMGAV I- M E 

GGCTTCTACGTTGTCTTTGATCGGGCCCGAAAAOT 

GFYVVFDRA RKRIGFAVSAC 

CATGTGCACGATGAGTTCAGGACGGCAGCGGTGGAAGGCCCTTTTGTCACCTTG 
HVHDE FRTAAVEGPFVTLDM 

GAAGACTGTGGCTACAACATTCGACAGACT^GATGAG 

EDCGYNI PQTDESTLMTIAY 

GTCATGGCTGCCATCTGCGCCCTCTTCATGCTGCCACTCTGCCTCATGGTGTGTCAGTGG 
VMAAI CALFMLPLCLMVCQW 

CGCTGCCTCCGCTGCCTGCGCCAGCAGCATGATGACTTTGCTGATGAC71TCTCCCTGCTG 
RCLRCLRQQHDDFADDISLL 

AAGTGAGGAGGCCCATGGGCAGAAGATAGAGATTCCCCTGGACCACACCTCCGTGGTTCA 
K 

CTTTGGTC71CAAGTAGGAGACACAGATGGCACCTGTGGCCAGAGCACCTCAGGACCCTCC 

CCACCCACCAAATGCCTCTGCCTTGATGGAGAAGGAAAAGGCTGGCAAGGTGGGTTCCAG 

GGACTGTACCTGTAGGAAACAGAAAAGAGAAGAAAGAAGCACTCTGCTGGCGGGAATACT 

CTTGGTCACCTCAAATTTAAGTCGGGAAATTCTGCTGCTTGAAACTTCAGCCCTGAACCT 
TTGTCCACCATTCCTTTAAATTCTCCA 

GTACTGGC ATCACACGC AGGTTAC CTTGGCGTGTGTC C CTGTGGTAC C CTGG C AGAGAAG 
AGACCAAGCTTGTTTCCCTGCTGGCCAAAGTCAGTAGGAGAGGATGCACAGTTTGCTATT 
TGCTTTAGAGACAGGGACTGTATAAACAAGCCTAACATTGGTGCAAAGATTGCCTCTTGA 
ATTAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 4 



ATGGCCCC^GCGCTGCACTGGCTCCTGCT 

MAPALHWLLLWVGSGMLP AQ 
GGAACCCATCTCGGCATCCGGCTGCCCCTTCGCAGCGGCCTGGCAGGGCCACCCCTGGGC 
GTHLGlRLPLRSGIiAGPPLG 
CTGAGGCTGCCCCGGGAGACTGACGAGGAATCGGAGGAGCCro^ 

LRLPRETDEESEEPGRRGSF 
GTGGAGATGGTGGACAAC CTGAGGGGAAAGTC CGG CCAGGGCTACTATGTGGAGATGACC 
VE MVDNLRGKSGQGYYVEMT 
GTAGGCAG C C CCC CACAGACGCTCAACATC CTGGTGGACACGGGCAGTAGTAACl'l'l'G CA 
VGSPPQTLNILVDTGSSNFA 
GTGGGGGCTGCCCCACACCCTrTCCrroCATCGCTACTA 

VGAAPHPFLHRYYQRQLSST 
TATCGAGACCTCCGAAAGGGTGTGTATGTGCCCTACACCCAGGGCAAGTGGGAGGGGGAA 
YRDLRKGVYVPYTQGKWEGE 
CTGGGCACCGACCTGGTGAGCATCCCTCATGGCCCCAACGTCACTGTG^ 
LGTDLVS I PHG PNVTVRANI 
GCTGCCATCACTGAATCGGACAAGTTCTTCATCAATTCTTCCAACTGGGAG 
AAITE SDKFF INGSNWEGIL 
GGGCTGGCCTATGCTGAGATTGCCAGGCCCGAC 

GLAYAEIARPDDSLEPFF DS 
CTGGTGAAGCAGACCCACATTCCC^CATCTTTTCCCT 

LVKQTHIPNI FSLQLCGAGF 
CCCCTCAACCAGACCGAGGCACTGGCCTCGGTGGGAGGGAGCATGAT 
PLNQTEALASVGGSMI IGGI 
GACCACTCGCTATACACGGGCAGTCTCTGGTACAC^ 

DH SLYTGS LWYTPIRREWYY 
GAAGTGATC^TTGTACGTGTGGAAATCAATGGTCAAGATCT 

EVI IVRVE INGQDLKMDCKE 
TAC1AACTACGACAAGAGCATTGTGGAGAGTGGGAC CAC CAAC CTTCG CTTG CC CAAGAAA 

YNYDKSIVDSGTTNLRLPKK 
GTATTTGAAGCTGCCGTCAAGTCCATCAAGGCAGCCT 

V F E A A V K S I KAASSTEKFPD 
GG CTTITGG CTAGGGGAG CAGCTGGTG TG CTGG CAAG CAGGCACGAC CC CTTGGAACATT 
GFWL GEQLVCWQAGTTPWNI 
TTCCCAGTC^TTTCACTTTACCTCATG 

FPVISLYLMGEVTNQSFRIT 

ATCCTTCCTCAGCAATACCTACGGCCGGTGGAGGACGTGGCCACGTCCCAAGACGACTGT 

ILPQQYLRPVEDVATSQDDC 

TACAAGTTCGCTGTCTCACAGTCATCCACGGGCACTGTTATGGGAGCCGTCATCATGGAA 

YKFAVSQS STGTVMGAVIME 

GGTTTCTATGTCGTCTTCGATCGAGCCCGAAAGCGAATTGC^ 

G FYV VFD RAR K R I G FAVSAC 
CATGTGCACGATGAGTTCAGGACGGCGGCAGTGGAAGGTCCGTTTGTTACGGCAGACAT 
HVHDE FRTAAVEGP FVTADM 
GAAGACTGTGGCTACAACATTC C C CAGACA.GATGAGTCAACAC1*TATGACCATAGC CTAT 
EDCGYNI PQTDESTLMTIAY 
GTCATGGCGGCCATCTGCGCCCTCTTCATGTTGCCACTCrGCCTCATGGTA 
VMAAI CALFMLPLCLMVCQW 
CGCTGCCTGCGTTGCCTCCGCCACCAGCACGATGACTTTGCT 

RCLRCLRHQH .DDFADDIS. LL 

AAGTAAGGAGGCTCGTGGGCAGATGATGGAGACGCCCCTGGACCACATCrGGGTGGTTCC 
K 

CTTTGGTCACATGAGTTGGAGCTATGGATGGTAC CTGTGGCCAGAG CAC CTCAGGAC C CT 

CAC CAAC CTG CCAATGCTTCTGG CGTGACAGAACAGAGAAATCAGGC^ 

GGGCTTG CAC CTGTAGGACACAGGAGAGGGAAGG AAG CAG CGTTCTGGTGG CAGGAATAT 

CCTTTAGGCACCACAAACTTGAGTTGGAAAT^^ 

CTG C CCAGCATC CTTTAGAGTCTC CAAC CTAAAGTATTCTTTATGTC CTTCCAGAAGTAC 
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TGGCGTCATACTCAGGCTACCCGGCATGTGTCCCT 
AATCTCATTCCCTGCTGGCCAAAGTCAGCAGAAC^^ 
TGATAGGGACTGCAGACrCAAGCCTACACTO 
GAA 
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FIGURE 5 

1 MAQALPWLLLWMGAGVLPAHGTQHGIRLPLRSGLGGAPLGLRLPRETDEE 50 

II M Mill. M. Ill II MINIUM I IIIIIIMIIMI 

1 MAPALHWLLLWVGSGMLPAQGTHLGIRLPLRSGLAGPPLGLRLPRETDEE 50 
51 PEEPGRRGSFVEMVDNLRGKSGQGYYVEMTVGSPPQTLNILVDTGSSNFA 100 

B • IMIMIII MMMMMMMMMMMMMMMMIMIMM 

51 SEEPGRRGSFVEMVDNLRGKSGQGYYVEMTVGSPPQTLNILVDTGSSNFA 100 
101 VGAAPHPFLHRYYQRQLSSTYRDLRKGVYVPYTQGKWEGELGTDLVSIPH 150 

M 1 1 1 I II II 1 1 1 I I 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 II 1 1 I I 1 1 1 II I 1 1 1 1 1 

101 VGAAPHPFLHRYYQRQLSSTYRDLRKGVYVPYTQGKWEGELGTDLVSIPH 150 
151 GPNVTVRANIAAITESDKFFINGSNWEGILGLAYAEIARPDDSLEPFFDS 200 

c MM I Mill I I I I II I II Ml 1 1 III I I II MM 1 1 1 II M I I 1 1 II I 

151 GPNVTVRANIAAITESDKFFINGSNWEGILGLAYAEIARPDDSLEPFFDS 200 

201 LVKQTHVPNLFS LQLCGAGFPLNQS evlasvggsmi IGGI DHSLYTGS LW 250 

M I I I I : I I : I I I I I I I I I I [ I I I - I II I II I M II I II I I II M I II I 
201 LVKQTHIPNIFSLQLCGAGFPLNQTEAIoASVGGSMIIGGIDHSLYTGSLW 250 

251 YTPIRREVmfEVIIVRVEINGQDLKMDCKEYNYDKSIVDSGTTNLRLPKK 3 00 

_ Mill I III M I I I I MM Mill MM IMIMIII III III II II II 

251 YTPIRREWYYEVIIVRVEINGQDLKMDCKEYNYDKSIVDSGTTNLRLPKK 300 
301 VFEAAVKSIKAASSTEKFPDGFWLGEQLVCWQAGTTPWNIFPVISLYLMG 350 

_ IMIMIII MM I III Mill III III I III Mill 1 1| I IN || MM 

301 VFEAAVKS IKAAS S TEK F PDG FWLGEQLVCWQAGTTPWNI FP VI S L YLMG 350 
3 51 EVTNQSFRITILPQQYLRPVEDVATSQDDCYKFAISQSSTGTVMGAVIME 400 

_ MMIIIMI I I I I I I I I I M I M I MM MM Ml II III I III I III 

351 EVTNQSFRITILPQQYLRPVEDVATSQDDCYKFAVSQSSTGTVMGAVIME 400 
401 GF YWFDRARKR IGFAVS ACHVHDE FRTAAVEGPFVTLDMEDCG YNI POT 450 

A „ M MM I III I I II I II I I II MM MM IIMIMI Mill I I Mill 

401 GFYWFDRARKRIGFAVSACHVHDEFRTAAVEGPFVTADMEDCGYNIPQT 450 
451 DESTLMTIAYVMAAICALFMLPLCLMVCQWRCLRCLRQQHDDFADDISLL 500 

_ M Ml III I I I I I I I I Ml I II I I I I II I IIMIMI I I I II I I I II II 

451 DESTLMTIAYVMAAICALFMLPLCLMVCQWRCLRCLRHQHDDFADDISLL 500 

501 K 501 

I 

501 K 501 
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FIGURE 6 (1) 



ATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCCACCCAGCACGGCATCCGG 
MASMTGGQQMGRGS T Q H G I R 

CTGCCCCTGCGCAGCGGCCTGGGGGGCGCCCCCCTGGGGCTGCGGCTGCCCCGGGAGACC 
LPLRSGLGGAPLGLRLPRET 

GACGAAGAGCCCGAGGAGCCCGGCCGGAGGGGCAGCTTTGTGGAGATGGTGGACAACCTG 
DEEPEEPGRRGS FVEMVDNL 

AGGGGCAAGTCGGGGCAGGGCTACTACGTGGAGATGACCGTGGGCAGCCCCCCGCAGACG 
RGKS GQGYYVEMTVGS PPQT 

CTCAACATCCTGGTGGATACAGGCAGCAGTAACTTTGCAGTGGGTGCTGCCCCCCACCCC 
LNI LVDTGS SN FAVGAAPH P 

TTCCTGCATCGCTACTACCAGAGGCAGCTGTCCAGCACATACCGGGACCTCCGGAAGGGC 
FLHRYYQRQLS STYRDLRKG 

GTGTATGTGCCCTACACCCAGGGCAAGTGGGAAGGGGAGCTGGGCACCGACCTGGTAAGC 
VYVPYTQGKWEGELGTDLVS 

ATCCCCCATGGCCCCAACGTCACTGTGCGTGCCAACATTGCTGCCATCACTGAATCAGAC 
I PHGPNVTVRANIAAITES D 

AAGTTCTTCATCAACGGCTCCAACTGGG^lAGGCATCCTGGGGCTGGCCTATGCTGAGATT 
KFFINGSNWEGI LGLAYAEI 

GCCAGGCCTGACGACTCCCTGGAGCCTTTCTTTGACTCTCTGGTAAAGCAGACCCACGTT 
ARPDDSLEPFFDSLVKQTHV 

CCCAACCTCTTCTCCCTGCAGCTTTGTGGTGCTGGCTTCCCCCTCAACCAGTCTGAAGTG 
P. NLFS LQLCGAGFPLNQS EV 

CTGGCCTCTGTCGGAGGGAGCATGATCATTGGAGGTATCGACCACTCGCTGTACACAGGC 
L'ASVGGSMI IGGIDHSLYTG 

AGTCTCTGGTATACACCCATCCGGCGGGAGTGGTATTATGAGGTCATCATTGTGCGGGTG 
SLWYT PI RREWYYEVI IVRV 

GAGAT CAAT GGAC AGGAT CT GAAAAT GGACT GCAAGGAGTACAACTATGACAAGAGCAT T 
EINGQDLKMDCKEYNYDKSI 

GTGGACAGTGGCACCACCAACCTTCGTTTGCCCAAGAAAGTGTTTGAAGCTGCAGTCAAA 
VDSGTTNLRLPKKVFEAAVK 

TCCATCAAGGCAGCCTCCTCCACGGAGAAGTTCCCTGATGGTTTCTGGCTAGGAGAGCAG 
S I KAAS STEKFPDGFWLGEQ 

CTGGTGTGCTGGCAAGCAGGCACCACCCCTTGGAACATTTTCCCAGTCATCTCACTCTAC 
LVCWQAGTT PWN I FPVI S LY 

CTAATGGGTGAGGTTACCAACCAGTCCTTCCGCATCACCATCCTTCCGCAGCAATACCTG 
LMGEVTNQS FRITI LPQQYL 

CGGCCAGTGGAAGATGTGGCCACGTCCCAAGACGACTGTTACAAGTTTGCCATCTCACAG 

v * > 
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FIGURE 6 (2) 



RPVEDVATSQDDCYKFAI SQ 

TCATCCACGGGCACTGTTATGGGAGCTGTTATCATGGAGGGCTTCTACGTTGTCTTTGAT 
SSTGTVMGAVIMEGFYVVFD 

CGGGCCCGAAAACGAATTGGCTTTGCTGTCAGCGCTTGCCATGTGCACGATGAGTTCAGG 
RARKRI GFAVSACHVH DE FR 

ACGGCAGCGGTGGAAGGCCCTTTTGTCACCTTGGACATGGAAGACTGTGGCTACAACATT 
TAAVEGPFVTLDMEDCGYNI 

C CACAGACAGAT GAGT CAT GA 
P Q T D E S * 
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FIGURE 7 (1) 

ATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCGATGACTATCTCTGACTCT 
MASMTGGQQMGRGSMTI SDS 

CCGCGTGAACAGGACGGATCCACCCAGCACGGCATCCGGCTGCCCCTGCGCAGCGGCCTG 
P R E Q D G S TQHGIRLPLRSGL 

GGGGGCGCCCCCCTGGGGCTGCGGCTGCCCCGGGAGACCGACGAAGAGCCCGAGGAGCCC 
GGAPLGLRLPRETDEEPEEP 

GGCCGGAGGGGCAGCTTTGTGGAGATGGTGGACAACCTGAGGGGCAAGTCGGGGCAGGGC 
GRRGS FVEMVDNLRGKS GQG 

TACTACGTGGAGATGACCGTGGGCAGCCCCCCGCAGACGCTCAACATCCTGGTGGATACA 
YYVEMTVGS PPQTLNI LVDT 

GGCAGCAGTAACTTTGCAGTGGGTGCTGCCCCCCACCCCTTCCTGCATCGCTACTACCAG 
GSSNFAVGAAPHPFLHRYYQ 

AGGCAGCTGTCCAGCACATACCGGGACCTCCGGAAGGGCGTGTATGTGCCCTACACCCAG 
RQLS STYRDLRKGVYVP YTQ 

GGCAAGTGGGAAGGGGAGCTGGGCACCGACCTGGTAAGCATCCCCCATGGCCCCAACGTC 
GKWEGELGTDLVSI P HGPNV 

ACTGTGCGTGCCAACATTGCTGCCATCACTGAATCAGACAAGTTCTTCATCAACGGCTCC 
TVRAN IAAITESDKFFINGS 

AACTGGGAAGGCATCCTGGGGCTGGCCTATGCTGAGATTGCCAGGCCTGACGACTCCCTG 
NWEGI LGLAYAEIARPDDSL 

GAGCCTTTCTTTGACTCTCTGGTAAAGCAGACCCACGTTCCCAACCTCTTCTCCCTGCAG 
E P FFDS LVKQTHVPNLFS LQ 

CTTTGTGGTGCTGGCTTCCCCCTCAACCAGTCTGAAGTGCTGGCCTCTGTCGGAGGGAGC 
LCGAG FP LNQS EVLASVGGS 

* 

AT GAT CATT GGAGGT AT C G AC C ACT C G CT GT ACAC AGGCAGT CT CT GGT AT ACAC C CAT C 
MI IGGI DHSLYTGSLWYTPI 

C GGC GG GAGT G GT ATT AT GAG GT CAT CATT GT G C GGGT GGAGAT CAAT G GACAG GAT CT G 
RREWYYEVI IVRVEINGQDL 

AAAATGGACTGCAAGGAGTACAACTATGACAAGAGCATTGTGGACAGTGGCACCACCAAC 
K MDCKEYNYDKSIVDSGTTN 

CTTCGTTTGCCCAAGAAAGTGTTTGAAGCTGCAGTCAAATCCATCAAGGCAGCCTCCTCC 
LRLPKKVFEAAVKSI KAASS 

ACGGAGAAGTTCCCTGATGGTTTCTGGCTAGGAGAGCAGCTGGTGTGCTGGCAAGCAGGC 
TEKFP DGFWLGEQLVCWQAG 

ACCACCCCTTGGAACATTTTCCCAGTCATCTCACTCTACCTAATGGGTGAGGTTACCAAC 
TTPWN I FPVISLYLMGEVTN 
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FIGURE 7 (2) 



CAGTCCTTCCGCATCACCATCCTTCCGCAGCAATACCTGCGGCCAGTGGAAGATGTGGCC 
QSFRITILPQQYLRPVEDVA 

AC GT CCCAAGAC GACT GTTACAAGTTTGC CAT CT CACAGT CAT C CAC G G GCACT GTTAT G 
TSQDDCYKFAI SQSSTGTVM 

GGAGCTGTtATCATGGAGGGCTTCTACGTTGTCTTTGATCGGGCCCGAAAACGAATTGGC 
GAVIMEGFYVVFDRARKRI G 

TTTGCTGTCAGCGCTTGCCATGTGCACGATGAGTTCAGGACGGCAGCGGTGGAAGGCCCT 
F. AVSAC HVH DE FRTAAVEG P 

TTTGTCACCTTGGACATGGAAGACTGTGGCTACAACATTCCACAGACAGATGAGTCATGA 
F.VTLDMEDCGYNI PQTDES * 
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FIGURE 8 (1) 



ATGACTCAGCATGGTATTCGTCTGCCACTGCGTAGCGGTCTGGGTGGTGCTCCACTGGGT 
MTQHGI RLPLRSGLGGAPLG 

CTGCGTCTGCCCCGGGAGACCGACGAAGAGCCCGAGGAGCCCGGCCGGAGGGGCAGCTTT 
LRLPRETDEEPEEPGRRGSF 

GTGGAGATGGTGGACAACCTGAGGGGCAAGTCGGGGCAGGGCTACTACGTGGAGATGACC 
V EMVDNL RGKSGQGYYVEMT 

GTGGGCAGCCCCCCGCAGACGCTCAACATCCTGGTGGATACAGGCAGCAGTAACTTTGCA 
VGSPPQTLNIL VDTGSSNFA 

GTGGGTGCTGCCCCCCACCCCTTCCTGCATCGCTACTACCAGAGGCAGCTGTCCAGCACA 
VGAAPHP FLHRYYQRQLS ST 

TACCGGGACCTCCGGAAGGGCGTGTATGTGCCCTACACCCAGGGCAAGTGGGAAGGGGAG 
YRDLRKGVYVPYTQGKWEGE 

CTGGGCACCGACCTGGTAAGCATCCCCCATGGCCCCAACGTCACTGTGCGTGCCAACATT 
LGTDLVS I PHGPNVTVRAN I 

GCTGCCATCACTGAATCAGACAAGTTCTTCATCAACGGCTCCAACTGGGAAGGCATCCTG 
AAITESDKFFINGSNWEGIL 

GGGCTGGCCTATGCTGAGATTGCCAGGCCTGACGACTCCCTGGAGCCTTTCTTTGACTCT 
GLAYAEIARPDDSLEPFFDS 

CTGGTAAAGCAGACCCACGTTCCCAACCTCTTCTCCCTGCAGCTTTGTGGTGCTGGCTTC 
LVKQTHVPNLFSLQLCGAGF 

CCCCTCAACCAGTCTGAAGTGCTGGCCTCTGTCGGAGGGAGCATGATCATTGGAGGTATC 
PLN QS EVLASVGGSMI I GGI 

GACCACTCGCTGTACACAGGCAGTCTCTGGTATACACCCATCCGGCGGGAGTGGTATTAT 
DHSLYTGSLWYTPI RREWYY 

GAGGT CAT CATT GT G C GGGT GGAGAT CAAT GGACAGGAT CT GAAAAT GGACT GCAAGGAG 
EVI IVRVEINGQDLKMDCKE 

TACAACTATGACAAGAGCATTGTGGACAGTGGCACCACCAACCTTCGTTTGCCCAAGAAA 
YNYDKS IVDSGTTNLRLPKK 

GTGTTTGAAGCTGCAGTCAAATCCATCAAGGCAGCCTCCTCCACGGAGAAGTTCCCTGAT 
VFEAAVKS I KAASSTEKFPD 

GGTTTCTGGCTAGGAGAGCAGCTGGTGTGCTGGCAAGCAGGCACCACCCCTTGGAACATT 
G FWLGEQLVCWQAGTT PWN I 

TTCCCAGTCATCTCACTCTACCTAATGGGTGAGGTTACCAACCAGTCCTTTCGCATCACC 
FPVI S LYLMGEVTNQS FRI T 

ATCCTTCCGCAGCAATACCTGCGGCCAGTGGAAGATGTGGCCACGTCCCAAGACGACTGT 
I LPQQYLRPVEDVATSQDDC 
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FIGURE 8 (2) 



TACAAGTTTGCCATCTCACAGTCATCCACGGGCACTGTTATGGGAGCTGTTATCATGGAG 
YKFAI SQSSTGTVMGAVIME 

GGCTTCTACGTTGTCTTTGATCGGGCCCGAAAACGAATTGGCTTTGCTGTCAGCGCTTGC 
GFYVVFDRARKRI GFAVSAC 

CATTAG 
H * 
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FIGURE 9 



IP: Ab 369 



IP: Ab CB 
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FIGURE 11 



MAOAL P WL L LWMGAGVL P AHG TOHG I RL P LRS G LGGAP LGLRL PRETDE E 
PEEPGRRGSFVEMVDNLRGKSGQGYYVEMTVGSPPQTLNILVDTGSSNFA 
VGAAPHPFLHRYYQRQLSSTYRDLRKGVYVPYTQGKWEGELGTDLVS I PH 
GPNVTVRANIAAITESDKFFINGSNWEGILGLAYAEIARPDDSLEPFFDS 
LVKQTHVPNLFS LQLCGAGFPLNQS EVLAS VGGSMI IGGIDHS LYTGS LW 
YTPIRREWYYEVIIVRVEINGQDLKMDCKEYNYDKS IVDSGTTNLRLPKK 
VFEAAVKS I KAAS S TEKFPDGFWLGEQLVCWQAGTTPWNI F PVI S L YLMG 
EVTNQSFRITILPQQYLRPVEDVATSQDDCYKFAISQSSTGTVMGAVIME 
GFYWFDRARKRIGFAVSACHVHDEFRTAAVEGPFVTLDMEDCGYNIPQT 
DES 
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FIGURE 12 



MAOALPWLLLWMGAGVLPAHG TQHGIRLPLRSGLGGAPLGLRLPRETDEE 
PEEPGRRGSFVEMVDNLRGKSGQGYYVEMTVGSPPQTLNILVDTGSSNFA 
VGAAPHP FLHR Y YQRQLS S TYRD LRKGVYVP YTQGKWEGE LGTD LVS I PH 
GPNVTVRANIAAITESDKFFINGSNWEGILGLAYAEIARPDDSLEPFFDS 
LVKQTHVPNLFS LQLCGAGF PLNQS EVLAS VGGSMI IGG IDHS LYTGS LW 
YTPIRREWYYEVIIVRVEINGQDLKMDCKEYNYDKSIVDSGTTNLRLPKK 
VFEAAVKSIKAASSTEKFPDGFWLGEQLVCWQAGTTPWNIFPVISLYLMG 
EVTNQSFRITILPQQYLRPVEDVATSQDDCYKFAISQSSTGTVMGAVIME 
GFYWFDRARKRIGFAVSACHVHDEFRTAAVEGPFVTLDMEDCGYNIPQT 

DESHHHHHH 
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